 Table A 
Preparation of Gal-3 and Gal-3C proteins
The genes of the full length human galectin-3 (Gal-3) or the C-terminal fragment (Gal-3C, residues 107-250) were optimized and synthesized by Genscript Inc. and then subcloned into a pET30b vector. The Gal-3C protein was overproduced in E.coli BL21 (DE3), following previous reports. 1 A single colony was used for inoculation of an overnight culture in LB medium. Bacterial growth was monitored by absorbance at 600 nm (A600). At A600 ~ 0.6, the culture was induced by adding IPTG to a final concentration if 1 mM, followed by culture overnight, and centrifugation 20 °C. The cell pellets were resuspended in MEPBS (1 × PBS, pH 7.2, 2 mM β-mercaptoethanol, 4 mM EDTA) and lysed using a cell disruptor. The lysate was centrifuged at 100,000 x g, and the supernatant was loaded onto an equilibrated lactosyl-Sepharose column. ].
*, p values were calculated by comparison of two normal populations of raw or logtransformed data as indicated. Samples were compared to the indicated control for significance using a student's t-test. *, p ≤ 0.05; **, p ≤ 0.01; ***, p ≤ 0.005; ****, p ≤ 0.0001. †, Median values were calculated as described in supporting information.
Table D: Cytotoxicity osmotic controls

Condition n mean control (PBS)
32 100 ± 14 Lac 100 mM 32 61 ± 12**** Sucrose 100 mM 32 65 ± 9**** †Data were compared to the appropriate control using a t-test to determine p values; *, p ≤ 0.05; **, p ≤ 0.01; ***, p ≤ 0.005; ****, p ≤ 0.0001. Scale bar = 5 µm.
Fig A: Galectin-3C induces clustering of integrin receptors on cells.
Cells were stained using the same antia5-Cy5 conjugate employed for tracking experiments. Ten fields of stained cells were analyzed using ImageJ to identify clusters and measure their size. Sample images from each treatment are shown, and quantification of these images is shown in Fig 2. Galectin-3C resulted in an increase in the size of integrin clusters.
Fig B: Lateral mobility of integrins with NanI and Gal-3C treatments
The lateral mobility of integrins were determined using SPT, and the data from Table 1 are shown using a beanplot. Each sample population (grey) is shown compared to the control (black). The logarithmic median of the diffusion coefficients is indicated by a solid line for each population. desialylation of the integrin. 4 The α5 chain did not show any apparent changes in molecular weight.
